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ML B R P S
U1 : (Sodium/potassium)/proton exchanger 3 (TBIU030740)

U2: 20 kDa chaperonin, chloroplastic-like (TBIU155515)

U3 : 24-methylenesterol C-ethyltransferase 3 (TBIU207844)

U4: 2-C-methyl-D-erythritol 2,4-cyclodiphosphate synthase (TBIU220212)

U5 : 3-dehydroquinate synthase-like (TBIU172082)

U6 : 4-hydroxyphenylpyruvate dioxygenase (TBIU176417)
U7 : 7-dehydrocholesterol reductase (TBIU207907)

U8 : acetolactate synthase, putative (TBIU0O18989)

U9 : adenosine kinase 2 (TBIU0O06018 )

U10 : adenylyl-sulfate reductase (TBIU015556)

U11 :14-3-3 family protein (TBIU217189)

U12 : 20S proteasome alpha-3 subunit (TBIU032316)

U13: 2-Cysteine peroxiredoxin (TBIU014987)

U14: 2-oxoglutarate (20G) and Fe(ll)-dependent oxygenase superfamily protein
(TBIU210268)

ML B R P S

c

15 : 3-ketoacyl-CoA thiolase 2, peroxisomal-like (TBIU198796 )

[

16 : 5-methyltetrahydrop teroyltriglutamatehomocysteine methyltransferase (TBIU104339)

c

17 : 6-phosphogluconate de-hydro genase, decar-boxylating 3 (TBIU111891 )

c

18 : Aconitase/3-isopropylmalate dehydratase protein (TBIU212183)

c

19 :acyl carrier protein 1, chloroplastic-like (TBIU062663)

c

20 : adenosylhomocysteinase (TBIU214426)

21 : ADP/ATP carrier protein 2(TBIU193926)

o=

22 : ADP-ribosylation factor A1E (TBIU217018(

[

23 : ankyrin repeat domain-containing protein 2-like (TBIU203687)

c

24 : annexin D1-like (TBIU158483 )

[

25 : aquaporin PIP1;2 (TBIU067463()

c

Supplementary Fig. 1. Selected 50 genes constitutively expressed in chrysanthemum organs by reverse transcription-polymerase chain
reaction (RT-PCR). Empty boxes are genes whose expression was not confirmed by RT-PCR.
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U26 :aspartyl protease family protein (TBIU034898)

U27 :ATP synthase subunit alpha (TBIU263986)

U28 :Calcium-dependent lipid-binding domain-containing protein (TBIU018627 )

U29 :calmodulin 7 (TBIU176933)
U30 :calreticulin-1 (TBIU051968)

U31 : catalase (TBIU157805()

— e — — —

U32: chalcone isomerase 2 (TBIU209750)

U33 : CONSTANS interacting protein 2b (TBIU004672)

U34 : Dnal-like protein (TBIU216830)

U35: E3 ubiquitin-protein ligase PUB22(TBIU091828)

U36: Early-responsive to dehydration stress protein (ERD4)(TBIU204410)

U37: EF 1-alpha (AA 1-448)(TBIU003252)

ML B R P S

U38 : endo-1,4-beta-glucanase (TBIU198388)

U39 : esterase/lipase/thioesterase family protein (TBIU212424)

U40 : ethylene response factor 5 (TBIU209502)

U41 : ethylene-responsive transcription factor 1-like (TBIU198821)

U42 : flavonoid biosynthesis oxidoreductase protein (TBIU210833)

U43 : ferredoxin thioredoxin reductase precursor) (TBIU158066)

U44 flavonoid biosynthesis oxidoreductase protein) (TBIU210833)

U45 : GATA type zinc finger transcription factor family protein (TBIU173080)
U46 : GDSL esterase/lipase) (TBIU010073)

U47 gibberellin 2-oxidase (: TBIU168715)

{
i

U48 : glutamine synthetase (TBIU216598)

U49 : glutathione S-transferase-like (TBIU204268)

U50 : glycine-rich RNA-binding protein 7 (TBIU193825)

60S ribosomal protein L32-1 (TBIU193225)

Supplementary Fig. 1. Continued.



Supplementary Table 1. Primer sequences used for RT-PCR analysis.
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primer sequence (5'—3") primer sequence (5'—3")
U-1-F GAT GGT TTT GGT TGG GAG AGC AG U-1-R CGC CAA AAA CAG GAC GCA TAA A
U-2-F GCA GTG GTA TCA ACG CAG AG U-2-R TCC ATA GGA GGT TTG GGC AT
U-3-F GGG GCT TCA AAT CCT TCA CAT CAT U-3-R ACC AAG TAC CAA AGC AAG CAT CTG
U-4-F ATC TGC ACC ACA TCA CCA CTC CAC U-4-R CCC AAC TCA TAA CCA GCC TCA TCC
U-5-F TTG CAT AGA TTG GAG CCT GGA TA U-5-R CAA CGG TGT GAG CTG CAA TAC TTC
U-6-F GCC TCG GTA TGC CTC TCG TC U-6-R CAG CGG GCA AAA CTT AAC ATT CTT
U-7-F AAT ACA TGG CAA AAC CGC AAC TC U-7-R CCC TGG CAT GTA CCT CGT CAA
U-8-F GCC CCC GAT AGC AGC AGG AAG T U-8-R GCG TTT GGG GTT AGG TTT GAT GAT
U-9-F ACA ACC CAA ACA AGT AGC AAA ATG U-9-R CTC GCC ACC AAC AAC ACA GA
U-10-F AAG AAT GCT GCC GTG TGA GAA AG U-10-F AAG AAT GCT GCC GTG TGA GAA AG
U-11-F TTT AAA CTC AGC CAA ATA CCT AT  U-11-R AAA CAA CTC CGA GAA TGG AAG ATG
U-12-F AAT CCG TAG TTC TTA TCC CAT CCA U-12-R TGA CAG CCG TAC AAC AAT CTT TTC
U-13-F CTG AAA GTC AAC ATA ATA TAT TTT U-13-R CTT GTA CAA ATT GCA ATG CCT GAA
U-14-F GAC ACT AGC TTG GCC CCT TAC ACA U-14-R CTC CAT CAA CTA GCT CCC CAC TTA
U-15-F ACG GGT CAA CTA CTG CTG GAA CTT U-15-R ACA ACG GAC GGG AGA TTA GAT GAT
U-16-F ACT CTG TCG TGG ATT TCT TCC ATT U-16-R CCA AGT TGG ACG ATG AGA TCA ATT
U-17-F TTC AAA CTC GCC AAG CAA ATA AAC U-17-R CCA CCC CTA AAA ATA ACC AAC CAG
U-18-F CAC ACA CTA ACC AAA AAA TGT CAA U-18-R CAA AGC GAG TTIT CGT AAG AAG CCG
U-19-F GGC GGA GTT CCC AAA GTA AGC U-19-R CTC AAG CCC CAT CAC AAT CTC AAC
U-20-F GTG ACG GCA TCC ATA CAA GTT GTC U-20-R AGA ATA CAA AGT CAA GGA CAT GTC C
U-21-F ACC CGC GGA TCC ATT TCA TTT U-21-R ACG TTA GCG GTG TTT CCT CTC CA
U-22-F GGA AAT CAC CTA TTC CTT ATC AAC U-22-R ATG GGG CTG TCT TTT GGC AAG TT
U-23-F TTT GAT ACA CAA AAA TAC TAT TCG U-23-R TTT GTC TAA TGC ATC AAC CTT TGC
U-24-F GAA GAT GGC CGA GTT TAT TAG CAC U-24-R GAA AGA AGA CCC AAA GGA CGA GT
U-25-F AAG GAA TAG CTC GGA TGA CAA TCA U-25-R TTT GGT GGT ATG ATC TTT GCA CTT
U-26-F TTC GGG AAA AGT CAA AAT GTC AAC U-26-R TCG GGG AAT ACT CAA AGG CTA AAT
U-27-F ATG CGC CAA TAA GAC CAC CAA U-27-R TTA GTA CGC CCC GCC AAA AC
U-28-F GCT CAT CCG GCT TAC TAC CAT ACC U-28-R ATC TCG GCA AAA TCA CTC AAC AAG
U-29-F GGC ATC CGG GTT AAA GAG AAA A U-29-R TGA CGC TGA TGG TAA TGG AAC AA
U-30-F GTA GTT AGG GTT CTT GAT TTT CTT U-30-R ACT AGT CTA TCT CTA ACT AAC TAA
U-31-F CGC GAG TGC AAA GGG GTIT CT U-31-R TTA ATC GCT TCT TCG TCC ATC AAA
U-32-F TGC CGC CGT ACA TTA GTC TCT T U-32-R ACA CCC CAA CCA TCT TTT CTG CT
U-33-F GGG CAA ACC AGT ACC AAG AAA TC U-33-R ACG AGG CTG CTG TCC ATA AAG AG
U-34-F TAG TCC GTT CGG TGG TGG TAG TAG U-34-R GCG CCT CAG TTA AGC TCA GTG TG
U-35-U AAA CGG GTC TTA AAT CTC TAT CCA U-35-L GAC CGC CCT TTC ACT TGT TAT C
U-36-U GTA ACC CTT TTG CTT GGA TTC GTG U-36-L TTG TTG ACT GCC TTG TTT TCT GTT
U-37-U AGG CAG AGC GTG AAC GTG GTA TTA U-37-L AGG GGC TTG TCT GTT GGT CTC TTG
U-38-U GCC CTT AGA CGA AAC CCA ACA AA U-38-L GCA TCC CCG GCA TCA TAA TAC C
U-39-U CTA CAC GCG CCA CAA CAT CAC AC U-39-L TAC GGC CTG CCC ACC TTA CG
U-40-U TTT CAA TAC CGT TTC CTC CAC CAA U-40-L TAC CAT CGC CAA AAT CCC AGA C
U-41-U AGC ACC CTT GTT CCA TGT TTA TCA U-41-L ATT TTT AGC CGG GTC CCT TAT TTC
U-42-U TCC TCT GAA TGT TAT ACG GGT GAA U-42-L AGG GTT GGC CAA AAA GAA GTG
U-43-U GCG ATG ATC CAG ACC TCC TTT TTC U-43-L AGT TGC CTC TGC TGC TTT GTC ATC
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Supplementary Table 1. Continued.

primer sequence (5'—3") primer sequence (5'—3")

U-44-U TTC CTT GCA ATT GCC TTC ACT TAT U-44-L TCG ACC TAC TTG TTG CAT TTT CTT
U-45-U GAT TCT GCG GTT CTG CCT GAC U-45-L TTG GGT GCC CGA AAA GAA ATA
U-46-U TGG CTA GCT CAA AAT CAT CAC TCG U-46-L AAC GCC AGC GGA AGC AAA AT
U-47-U AAC AAC CAA GCA AGA ACC ACA TCC U-47-L CGA CAT CCC CGT TTC TAC CAA TAC
U-48-U AGC CCC CGG TGA GGA CAG T U-48-L AAT GAA ACA ACC ACC CCA GAA ATC
U-49-U GCC CAC AAA CAG TAT CCG AAA GA U-49-L TGA AGA TCC GCC AAT GTG AAA CTA
U-50-U AAA CCC TAC CCC CAT ACC CTC ACT U-50-L ACC GCC TTC ACG ACG ACC ATA

Ribosomal RNA-F AGC ACC ATA GCC ACC AGG AAT AGC Ribosomal RNA-L ACC CCC ACA AAC ACG CAA ACA

Supplementary Table 2. List of UTR sequences of constitutive expressed gene.

Promoter
name

Gene name

Sequence (bp)

ué6

U26

4-ydroxyphenylpyruvate
dioxygenase
(TBIU176417)

aspartyl protease family
protein (TBIU034898)

AGTGATTACTATAGGGCACGCGTGGTCGACGGCCCGGGCTGGTATCGGGATTGTTGAGGGGGAAAT
CCACTCTTCCTGTACATTAATTCGAGGATCTGAGAAGGCCTCACAAATCTATTATAACTTATAGTTTT
TGCATAATGTCGATAACCACTTTCAGGGATTCTCAAATCCTAGACCCGATTACGGATGAAATCATTA
ACCCGGGCAAAACTGAAATTGACTTTTGAACCCCCATGTAAAGGAATATTGGCCTCAATGACACAA
ACTCACAACTTTTTAAGTATTTTACTAACTTCGTCCTAAGATAAGTGTTCAGTTTAACTTTTTAGAAT
ATTTTTCGTTCAGCTTTGACCATAAATATTTTTATTTGTATTTTATAATACTTTGTGCAAAATATATGA
ATAAATTAAGTTTTAAATGTATGTTAAATGTACCTCATTAATAAACCAACCAAACCATTTTAATAAA
CCTCCTCAAAATATGAGGTACCTTACGAGAAAATTACTCGATACTTTTAACTAATTACGATTTTAATA
TAACAAATTTATTTATCTAATATCTAACATATATAAAGTAATTTCCTTATAAGAAAACCGATGAAAA
TAAATTGCAAATAAAACGAGCTAATATCGCAATACTTTTAACTAACGTAGGATTTTATAAAAAATAT
TAAATTTTAATCTATATTTTTGCACTATCTGTATAGATCGCTTGAAATAAACCCCGACAAAACGCGCT
GACTAATCCCTACTCGTTTGATCCTAATCTTGAAATCCCTAAAAATTTGAACAACCAAAAATGAACT
TGAACTCCTCAAAGACCAAACCATCACATCACCAACCTAGATAACCAATGTTACGTGTCAATAATAT
ATCATCTCACCATTTCCATCTATTTCATATCGCCCTTTTCTTCCACTTCCAGTTCCACACCCCAAACTC
AAAACACCAAAACCAAAATCAAATTTTATAAAAATAAAAATGGGAACAGAAGCCGCTGACGTCACC
ACATCCACATACAAACTAGTCGGATTCAAAAACTTCATCCGCCAAAACCCACTCTCGGACAAATTCT
CCGTCAAGTCGTTCCACCACATCGAGTTCTGGTGCAACGACGCTACCAACACTAGTCGTCGCTTCTC
ATGGGGCCTCGGTATGCCTCTCGTCGCTAAATCCGACCTCTCAACTGGTAACTCATCTCACGCTTCTT
ATCTCCTCACTTCTGGTACTCTCAACTTCTTATTCACTGCTCCTTACTCACCTAGTATCATGACAACTG
ATGACGTCATCACAAAAACTGCCATTCCGTCTTTTTCGCATACTAAGTGCCGTGAGTTTACCGCTTCT
CATGGACTTGCTGTTAGAGCTGTTGCTGTTGAAGTNGAAGACGCTGAGAAAGCTTTTGGTGTAAGTG
TCGCTAATGGTAA (1429 bp)

TAGTGATTACTATAGGGCACGCGTGGTCGACGGCCCGGGCTGGTCTGTAAACTATTGTTTTAATTCC
ATCGTAACGCGTAAACGATTAAAATCGTGTTTCTACTCATATTCTACGACACACCATGACACTTATTA
TTATTAAAACGAGAGGTGACTCCGCGGTAATGGCTTAGCCTTTTAGAACGAAAGTGTCTAGAGGTTT
TGAGTTCAAACTCTGAGAAGAAATTAATCCTTCATTAGTCACGAAGGTTCACTTGCGCCGATTCCGA
CTATTTAAAAAGAGTAGTCACCCTGAGATTAGTCGGCTTGCAATGTTAAGTCGGAAACTTAGATATT
AAAAAGGAAAAAGAAAAAAAAAGCATGACACTTATTTCTAGTACTAGTATTATTTATAATAAAACA
AAAGAAATAAGTTTTGTATACCGACAAAAATTCTGTTAACTAGATTTAATAATATTAAATGAAACCA
ATGAAAAAAAATAATAAAAACATAGCATGACTAATATTCAAGCAAGACCCAACTATCTCTAAATCA
AAAAATAAAATAAAATAAAATACGCGTTTTGGTTCTTCTTTCGGCTTTGTATTGTTCTTTTCCTACTC
ATGTCCCCTCTTCACTTCCAAATATATACCACCCCACCCCTCACTCACTCTTTCAAACATCAACACCA
TAAAAAACACACAAACCCTAAAAAACACACGCACTTCACACAGCTTTTCGAAGCCATGGCATTTGC
ATGGTTCAAATCTTTCGTCTTTTTCGTGTTCTTCTTGCTCGTGTCCGAGTTTGTCTTGAACTCTAGAGC
TTTGGACGTACCCAAAAAAAATTCTCTAGCTTTTACCCTAAGTTACCTTCCTATGTCTCACCAATCTG
CTGCTTCCAAAATTAGGTCTAGCTCGCTAGCACAATCTTCGGGTTCTAACCAAAGGCTGAATTTTAA
GTACTCTATGGCTTTGGTTGTTTCTTTACCAATAGGGACACCACCACAAGCTCAACAAATGGTTTTGG
ACACTGGTAGCCGGTTGTCATGGATTCAGTGTCATAATAAAACACCTACTGCTTCGTTTGATCCGACT
AA (1080 bp)
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Supplementary Table 2. Continued.

Promoter
name

Gene name

Sequence (bp)

U33

u3s

CONSTANS interacting AGTGATTACTATAGGGCACGCGTGGTCGACGGCCCGGGCTGGTATCGTGTGGTTTTGTGTGTGTTTAA
protein 2b (TBIU004672) TAAATATAAAAGGTATTTTTGTGGGGGATATTTTTTGTAGTGTAGATCATTTTATTGGGGCATCCAATC

E3 ubiquitin-protein
ligase PUB22
(TBIU091828)

ACTTGAAGGTCACTGGAAAATGAAAGCTGACGTGACAGAAAAAATTGGAAAAATTGATCCTCCTTAC
TAGGGGCAGCCTTAAAGAGAAGGTTTTAATATGCACAATAATCAGGCATATGTATTATTTTTCGAATT
TTAAAATGAAAACAAGTGTCACTTTAATATGAGATCTAAAATCTATAACTAACTTTCACTAAACTCAT
TTTTTTAAGAAAAATAAAAAATTACTACAACTATTAAAAAAAACATCTGGACATGAAAGTATGAAAC

CAAACATAAATACTGTTTTTTAAAACACATTATTTTATTCGGTACTATAAATACTGTCACAGACACAG

CACACACATTTTAGGTACAACATTTTCACCCAATTCCAATCAAACCCTAACCCTAAAAAGCTACTGAA
ATCATCATCAAGTTCGAATCTTTTTTCCATTTCTATACAATTCATATCTTTAATTTCATGAAAGTGGTTT
GATTTAACTCGATCCGTTTGTTTTTTCAGGTTCTTGATTCAATTTTGCTCTGTTTCTCAGTTTGATTCAA
GCATATTAGTTCTTCAAAGGTATACTTTTTAAGCATATATAAATACTTGGTTTGTTGCATAATTTAGTT

TTGGATGATAAAGTTAGCTGCTTGATAGTATTTGTGTAGATTaGGGATGTATATAATTTTCTAGAAATG
TGTTGAAGTTTTAGAGAATGTGTTTAGATGAATTGGAAAGTGAAAAGGGGTGTAAGAAAATGTAGAA
AAGTGTAAAGAGCTATTTTTCAGAACTCTTGTTTACTAGTTTAGCTTTTCTTTTCTTTTTTTTTCGGAAA
GATTTTCTTTAAAAATTTGTAACTTAACAAGGTTTTTACTTTTTCTGTTTTTCATGAAAATTTTTCTAGA
AAAGTGCCACGTTTCTCACCGACTAAaTGCAcCCCTTAGGTTGTGTTTAGTTGCAGAGAACTTTTCGCG
CTTTTTCATTTTTGGTTTTCTTTAGAATGGAAGGGTTTTTCTTCTCTAGGAAAGAGTTAAGAACTTGGA

AAGCCCGTTTAGATGGTGTTACATTTTTTGCTTTCTAGTGAAGAGAAAAGTAGAGAAGGGTTGATTGG
ACTTTACAGATTTTTAGTTAAACTTTGAGAAATGAGAATTTCATTATTTTAGAAAATTTTATAAAAAAT
TGTAATTATACGGGTTTCTGTTTTTTCATTTTTCTATGAAAAAATTCCCAGAAAAATTGGGTATTTCTC

ACCAACTAAACACACCCTTAGTGTTTTTTAAAAATTGTTTGTTGTTTTATTACTTGGCTGTTTGTTTTAG
TTACCAAAATTTAAAAGTAATACACTAATGCTTACCGTTTATCTTTTCAAGACAAGAGTGACTGTATT

ATTTCGCGGCATGTTTTTGTAACAAAGAAAACTTCAGTTGATTTTAAGGTGGTGTTTTTGTTCCTTTTTT
TTTGTCTGTATGCTATATCCTAAAAAAAGTTGATGGCTTGGTTTGAGGTTGTGAGGTTTGATATTTATA
AGCAGCTGCTTTTTTTTAAATGTGACTTCTCAAATCTAAACTTAAATGATGATATGCATACATGCCAAT
AGGAAAATGATTTTGATGCCTAATAGATATACCTAACTCTAAGATCAAGACACATGGCAAAATAAAA

GCTAAGATTATGTTAGAGAATATATATTCCATATGTCACATGATGAATGGTTTAGGCATATGAGTTAG
GTCTCTCAATCATTGCCCTTTAAAGATAATATTGGCAGAAAGGTTTCTTTATAMCAATGGGTTTGTAA

GTTTTTACTGATTGGGTTCTGCTGACGTAGTCTACTTTTAGATAGATGTTTTAGCATGTCTATGTGGAT

ACGTAGCCGACAAAACTTGGTAGGCCTATCATCCTTTATCATGCTTCAATGAGTGTTAAGGAAACATT
TTTCAATTTTTACTCATATAACTTTTTGAGCCATATGAATATTGTAACTTCAGCTTGTTCTACAACTTGC
TATTTTTGTTCATATGTGGTATTTAGAGTCGGTTAAAGTAGTGTGGTTTGGTGAAAATTTCTATTATTC

TTTCAACCCTTCCTCAAAAGAAGGTGTAAAGCAGGAACGTGATATGAACTTTGATTATTTGAGTACTA
AAAATTGCAGAATTTAGTTGGTAGCAAATTAGTTGCGGAGTATGTTTGTAGCAACATAAGATTTTCTT

AGTGTTGGAGATTCATATTTGTAGTCAATTACCAAAGTCGTTTGGCTTACAAAGTGTCTTGGATAGAT

TATCATCATGCCATGTAGCTGTATTTAGTTGATGATACTTGGGGAAATTGGACACCAAACTAGAAAGC
TATCAGAAATCTGTGTTTGGTTAAGATATATTTGTCGCTATTGCCAACATTTATGTGCATCACTTGCTG
AAGTAATTGACTTAATTAAGTAGGACGATGTTTTCTAATTTTTTACTGGTGCAGTTAAGTCAATTACTT
CAGCAAGTGTGATATCTAACATATCAAATAAACTAGGTTAAGCATTTCAACGTTGTGGTTATGAGAAT
CATGACTGTTTTTATGAACTGTATAATAACAAACCTCAGATCGTGTCAGAGAAATTTTACTAATTCTTA
TGTAATGGCTGCTGCTTCTCATAAAAAAAATGACTTACTATAGATGGGAATGTTTGGCTTGTTTATTTA
TTTATTTGCATTGAAATCTCTTTCTATTCGTAAAGTTCTATGTGTTAGCATATAAAAATATAGTCTAAT

TTGTTTGTTTTAAAGGTGTGAGCATTCTTAAGATGGATCAGCAAGGGCATGGGCAAGCCTCAGGTATG
GGGGCTGTTGGTAGCTCTGCGCAGTGCCTTACAATAAATCACTAGTG (2997 bp)

GGGAGCTCTCCCATATGGTCGACCTGCAGGCGGCCGCGAATTCACTAGTGATGACGGCCCGGGCTGG
TGGGTCATGAAACCCAGCCGGGTTTGGTTTTTTTCAAATATTTTTTTATGAAAACCGGGTTGACCCGGT
TAGACCCGGCGGTCGAACCGGTTGACCCGGTGATCAAACCGGTTGACCCGGTCGAAAAAAATAAAAT
AATAAAAAATGAAAAACCGGGTTGACCCGACGGTCGAACCGGTGCCCGGTGACTCGACCGGGTCGAT
TAAAAACCCGGTTTTTAAAACATTGGTCATACGGATTCGTGTATGATGATTTCTCCGCTGCTTTTATTG
GTGTTATATATGTTTTTGTATCTAACATCACCAACACATAGATCAAACTCCAAGATTTATGGTTTAATA
GCTTAAAGTTTGTGTTTTTAAGTTGTATTTGATGTTCTGGTAAAGATTTGTGCAAAAGAAATGGCTTAA
AAATTTGAAATTTTGTGTTTTTAGTTGATTTTTGTTGAAAATTTATGCTTTCAGAAAGTTATCGCGGTA
GTTCGTATAAACTTAGCTCGGTAGGTTAGTGGACCAGCAAAATAGGAAAGTACAACTTATTATTTCTG
CCATAGTTATCTCGGTCGTTTAGGGTTTCACCTATTTTGGTTCATGCTTACTTTGGTCATCATTTATCTC
AGCAGTTAGTTTTTTTTTTAAGTTATTTAGGTAGCTTATTTCGGTAGTTAAGAACTAACTTATTTCGGT
CATTATTTAATTCGATTGTGTTGCATCTCCACTACCTGTCTTATGTGTCACACTGAGTTAAACAACCTA
AATAAATCTTTAAAAACAACCAAATTAACTTCATTGGACAAGTGAATTAACAAGCATTTCAAGTACA
ACCGAATTAAGTAGGGATTTCAAGAACAACCGAATTAACTAGTGGTTTCAAAAACTACCGAATTATC
ACCATAAGAACAACCAAATTAACTTCAAACCCTCATAAACAACCTAATTAACCACAAGAACAACTGA
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Supplementary Table 2. Continued.

Promoter
name

Gene name

Sequence (bp)

u37

U38

U39

EF l-alpha (AA 1-448)
(TBIU003252)

endo-1,4-beta-glucanase
(TBIU198388)

esterase/lipase/thioesterase
family protein
(TBIU212424)

AATATCATCATGTCCTTCATAAACAARATAATTTCAAATWTTCTTTTCAATTTCACTTTTAGTTTAAAC
GCCGAAAATTCTTAAGGAATTAAAAGGAAAAAAATACTTTTTGGCGAGAAAAATTGAGTAACATTTA
ATTTTGAAGTTAGTCCAGACTTTTAATTTTTACGTCAAATTCAAATTTTGGTATAAAAGATCAAATTTT
GGATCGAATTCCCGCGGCCNCCATGCGGCCGGAG (1262 bp)

CGGCCACGCGTGGTCGACGGCCCGGGCTGGTATCCTAAGCTTAAATTAAACAACTCTAAGTGATCACA
TCAATCTTCTTAAAAAGACGAGGGCTTAACCCGATTTAAGTCTGTGTATTGATGAGCTTAAATTTCGTG
AATTAGTCCGCTAAAAGATCAAAGACCATTGTTACCAAAAGAAAAAATAGTTGATGGAAACTAGGTCA
TTGAGAAGGGTTAACTTTAAAAAAGTAGGTTGAATATAAATTAGGATATACCAAAAGATAAAAATAA
AAAAAAAAACGTTGAAAAAAGCAATCTCGTAAATAACACCCGTCCCCAAGGACAAACTCGTAAATCA
CACCCCAAACGAATACCTAATCCCAAAAGGAGGCTGACCTATAATGCAATCCACCTCATTTAAAACGA
CAGCCGTGAGATGAAACCAATCCAACGGTTAATAAAAAACCCTAACTCCTTTCCTCAGTTATAAAATC
ACTCTTTGCACCTCACTTCCCCTATTCTTCATTTTCCTTCACATCTCATCTCTCTCTCTTTTGCCGTTAATT
CTCTAAGGTCCGTTTCTCATAATCTTCATCTTTTTTATACTAAATCAAAGCTTGTATGTATGCATAACTG
TTTAGATCTGTGTTATTTGATGCTATATTGATCTGTTTTGAGCCCTTATTAGTTATGTTATGCTAGATTT
ATCGGTTAATCTGTTATTTTAGTGTTATAAGCTTGTTTTTATGCTAAATTTTGATTATATGTTGTAATAA
TGATTATGTTTCTGTTTAATCTGCTTAGTTTTGTAACGATTTAGCTGATAATCTGTTATTAGGTTTAGTTT
TGTGCACATGTTGATAACAGTGGTTTAGTTTACAGATTTAGCTTGATTTTGTAGCGTTTGGTTAATTTTT
GAATGATTTAAGAGCTATCAGTGTTTATTGATACGTTGTTATGCTAGTTTTGTGTATATATGTTGATGTA
TGATGATAATAGCTTTTAAAAATAGCGGTTGGTTGAATTTTGCTTGATTTAAGAGGTATTTGTGCTTAT
TGATCTTTTGTTAGGTTGTATGATGATATTTATAGTTTTGTTTGTATATTTAGATTGATTTTGTAACGATT
TAGCTGTATTTGTTAGTTAGTTTGTTTTCAGGCTTAGTTATTTTCAAGCGTTCGGTTTAATTAGTATATTT
AGCTTGATGATGTGAAGATTAGCTATGTAAAGCTTGATTTTAATCGATTTTGTTGTCAGTTGAAGTCGT
TGTTAGGTCTAGTTTGTGTATATGTTATATATAAAAGGTATATAACCGTTTTGGTTATATATTTAGCTTG
ATTTTGCACTGATTAGCTTCAGTATGCTTTTTTATGTTGAATATACTGTATGATTTCTTAACTGTTTGTAT
GTTGATAAGCTTATACATGCTTACAGAATATGAAGGTTGTTAGTTATTGTTGAATTTGTTTACGGTTAG
CTGATTTTGTATATAATGAGGTTTAAGATGTTTAGTTGACTGAGTTTAAATGAATTTATTCAGATCTGTT
TTGTTGAAAGCTGTGTAGATATGTGTAGTTACAAATTTAGTTGAGTATTGAATTAAGTATTAGTTAAAT
GTTATCTATTAGTTAAGATGTTTAAATGCATGTTTTGGTAACTAAGCATTTGAAATAATGCTGTAAATT
AGTTTTGATGTTATATTGTTTAAATAGAATTTATGACTGATGTGAACTGTTTGTTTTGTATTACAGATGG
GTAAGGAAAAGATTCATATCAGTATCGTCGTCATTGGACATGTCGAA (1783 bp)

TAGTGATTACTATAGGGCACGCGTGGTCGACGGCCCTGGCTGGTAAATGCCTTACTACAAAAAGACGG
TGGTCCTATTTATAGTGGTCGAGCTATTGTGCATGATGTTCGATTAGAGGTTATGCCGTATACGCATGA
ATTTGACAATTAATGCTCAATCGAGGTTTGATCAACTGATGTGTGTAGTCTTAATAGTTGGGCACACAA
ATGTGGCATTTCACTTCTAGCGGTTCATGAAAAGTCATCTTCGAAACTGGGTAAACCTTTGTTCGGACT
CAGATGATCTGAAAGAACTATTATGCCATATCTGAAGGATCCGAGACGCCGTCAGAAAACATCAACTA
TCCTGATAAAATAAAAGTTATAGTTAAAGGACCTTTTGAGCTACTCATGAATAACACAAGGGTGGCAA
ATAAACACACGTTATTAGATAAAATGTCACAATTGAAGTTTCTGACAGACTGTCTTTGTCGCTTAGTAG
AGTAGACAGTCATTCACCACCCAATTTTATAAGTATATATTTTCCATGATTTAATAATTATTAATTTICTG
AGTAGCTAATATAACACAAGAAAGCAAATCCACCAACAGCATTACAACATTACTATTATTATCACCCA
CCATCCTTTCCTTATTACTCCACTCACAACACTCTCATCTCTTCTTCACATTTGAAACCTTCAAGATTCA
TACATTGATTTGATCTGGGCTATAGTTTTATAGAAAAATGTATGGAAGAGATCCATGGGGAGGGCCAT
TAGAAATAAACAACGCGGATTCCGCAACAGACGACGACAGGAGTCGAAACTTAAATGATTTCGACAG
GACCGATTATCGCGGCCCTTGGACGAAAAATC (855 bp)

TAGTGATTACTATAGGGCACGCGTGGTCGACGGCCCGGGCTGGTAAAGAAGCTATAAATTACTCTCTT
CGCCCTAATATTATTGTTCATTTITTCTTTTTTGGGTTGTTCTAAAAAGATTGCCAAGCTGAAATTATATA
AGTTTATTGTACTACCCTTAATTAATATTTTATCTTTTACAAAACAAAATGAAATGAAAGAATTAATTA
ATTATTAAAAGGTAAAAATGTGTTTTAGTGTCTTTTACATAAATTAAAGCAGTAATAAATACATTTTTC
TTAAACTTTGTTTTTTTTCGATGAACAATAATTTTAGGTCGAAAAGAGTAATTAGTTGGGTGTAAAACT
GTCATTATACACAAAGTAAAAAAATGTAATTATGATGCTTTTTTGAGTTTGTTTTTCGACAGTCATGGA
GAAAGTACAATTTAATTAGAAGTGGTAATTTGTTACCCATTGGTTAAACATGGGTTTAGTTGGGAAAA
TATTTAGTAAAGGATGGGTCCTGTTAGTCTCTATAAATATTATAGGTAACTGATTATTTGATAAAATGC
AATTATATAATAATTACCCTTAGCGGGTCAAAAAAATTATTTTCTTTTACACATGATTTACTATAAAAA
TAAAAATATTGTCAACCGAAGCAAAACCTATCTAAACGACCCAACGCATCTAAACCCGTGACCATACA
CCTCAAACAATCAAACGTGACACTCTCCTATGCTATTTATTGTCAGCATCTGATTTTCCTATCCAACATT
CAATTTCCAAAAACACTATTCTCACCTCCCTCCTAACCCAACTACCCCTCACACCCTCCATAAATAAAC
CAAACCAAACCAAACACCATAAACCACCACAAAATGCCGCACCCAATCGCGGACGCAAACGAAACAA
GCCCATTCGGCACACTCACTCCCGAACAATTCTACACGCGCCACAACATCACACACACCAAAT (957 bp)






