M 33 34 35 36 37 38 39 40 41 42 43 44 45 46 47 48 49 50 51 52 53 54 55 56 57 58 52 60 61 62 63 64 M

MeEs 66 67 68 6270 71 72 73 74 75 76 77 78 79 B0 81 82 83 84 85 86 87 88 80 90 91 92 93 M

Supplementary Fig. 1. Genotype of gLTG3-1 in the population of 91 RILs derived from a cross between ‘Chamdongjin’ and ‘Younghojinmi’.
PCR analysis to confirm the allele type of parents and CY_RIL using the gene sepcific DNA marker. gLTG3-1 was confirmed by PCR
product amplified with primer, qLTG3-1lind. M: size marker, 1: Chamdongjin, 2: Younghojinmi, 3-32: CY_RIL1-CY_RIL91.



