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Supplementary Fig. 3. Linkage disequilibrium structure of the qTRW7 candidate region on chromosome 7. Pairwise linkage disequilibrium
was evaluated among SNPs located between 19.775 and 20.144 Mb on chromosome 7. The upper panel shows the genomic positions
of SNPs, and the triangular heatmap represents pairwise r* values. Red indicates strong linkage disequilibrium (r* close to 1), whereas
yellow and lighter colors indicate progressively weaker linkage disequilibrium.





